ligated. Ligation products were exposed to Exonuclease III and purified from a denaturing gel. Their identity was confirmed by restriction endonuclease digestion controls. Splint sequences are listed below.
Single Circle: s1 + splint 1 Double Circle: s1 + s4 + splint 4
Triple Circle: s1 + s2 + s4 + splint 2.
Images. Space filling models of the tetrahedra were rendered with PYMOL v.98 © (Delano Scientific). All are illustrated as the diastereomer with the major groove pointing inwards at the vertices save for the right panel of Fig. 3B .
Sequence Design
Subsequences corresponding to the edges of the tetrahedron are identified by the following colour code, consistent with that used in 
S1 -AGGCAGTTGAGACGAACATTCCTAAGTCTGAAATTTATCACCCGCCATAGTAGACGTATCACC

S2-CTTGCTACACGATTCAGACTTAGGAATGTTCGAC CA AT TG GC CG GA AG GG GT TC CG GC CT TC CT TC CC CA AG GT TC CC CA AA AT TA AC CC CG GACGATTACAG
S3 -GGTGATAAAACGTGTAGCAAGCTGTAATCGACGGGAAGAGCATGCCCATCCACTACTATGGCG
S4 -T TC CG GC CA AT TG GACTCAACTGCCTGGTGATACGAGGATGGGCATGCTCTTCCCGAC CG GG GT TA AT TT TG GG GA AC CT TG G
Fig. 3B Lanes 3 & 4
S1 -AGGCAGTTGAGACGAACATTCCTAAGTCTGAAATTTATCACCCGCCATAGTAGACGTATCACC
S2 -T TC CG GC CA AT TG GACGATTACAGCTTGCTACACGATTCAGACTTAGGAATGTTCGAC CG GG GT TA AT TT TG GG GA AC CT TG G
S3 -GGTGATAAAACGTGTAGCAAGCTGTAATCGACGGGAAGAGCATGCCCATCCACTACTATGGCG
S4-GCTCTTCCCGAC CA AT TG GC CG GA AG GG GT TC CG GC CT TC CT TC CC
